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The problem of incorrectness of the inverse problems of pharmacokinetics, caused by the instability of its solution, is one of the main problems in this field of knowledge. Its severity can be reduced by the continuous improvement of the optimization procedures used and the quality of the experiment [1, 3]. 

The purpose of this paper presents several important statistical aspects included in the describing equations and finding the values of the pharmacokinetic parameters with the corresponding confidence intervals. The general principle and procedure of the method is proposed in order to obtain statistical parameters [2].
To solve the inverse problem of models of pharmacokinetics, there were used several numerical methods that satisfy the criterion of the method of least squares. High performance will be provided by developing algorithms to solve the main problems in Fortran and C programming languages. Using the example of a computational experiment, the software complex was used for finding the pharmacokinetic parameters for a linear two-chamber pharmacokinetics model with absorption [6, 4].
In the literature, there are many examples of the analysis of pharmacokinetic data [5]. A model is constructed for a particular process. Equations describing the corresponding model are given. There used the least squares method for determining the parameters involved in the model equations, but often poorly or do not pay attention to the estimated statistical value.
The existence of three solutions of this equation is analytically proved and an algorithm for their finding is presented. The obtained results indicate the ambiguity of solutions of inverse problems and the obtained sets of parameters of the corresponding numerical methods for solving inverse problems of pharmacokinetics require additional conditions for determining the necessary set of pharmacokinetic parameters.

As the numerical results show, when exponential functions are used, there can be found a set of pharmacokinetic parameters that very well characterize the given experimental data. This can definitely indicate that even for simple linear models of pharmacokinetics, there is no single correct algorithm for determining or finding the pharmacokinetic parameters.
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