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apoptosis [4, 15-17], stress responses, ectc. [18] have
previously been shown. If these proteins define the limiting
stages of multistage processes, these proteins will need to be
controlled to manage multistage processes. Specifically, an
appreciable portion of the targets of miR-5095 and miR-5096
are genes for transcription factors. One or several umiRNAs
regulating the expression of several hundreds of genes will
create a system of interconnected processes in cells and
organisms. Such role for these miRNAs is quite possible
‘because these miRNAs circulate in the blood and nearly all
cells of an organism are available to them [19, 20]. The normal
functioning of the system of the interconnected processes in
which the umiRNAs participate is maintained because
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‘because it can be broken by changes in umiRNA
For example, it have been established that the basal
of miR-5096 in normal cells is low [21], but, ir i
the aprmm of ni&m repeatedly elevated. T&w







