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Characienstics of binding sies of miRlA pairs [mil- 10-7500-1p and mil-15-36662- 3p. mil-11-27078-5p and mil-
F-5147-5p, miR-1-2121-3p and mil-19-33673-3p) that have identical binding sites with mAKAs of COWE, TEATT,
SSXZ CEAPA, CHIGA, HMGAZ, LATSS and USPT genes invobed in lung cirted divelodmen) wale established.

Ky weerda: miANA, mAMA, gene, lung cancer, disgroshcs

Lurg cance |5 the leading cosse of death in worldwide. MBINAS, thal specifically bird with mRRA of Langes-
gerses and inhie protein Eanslation, & used o the diagnostics of the disease. Search of miRMA and target-genes’
mMAMNA associalions aiming for use Them in early non-irvasive diagnostics of this dseate. The MiTamge progrem
defines the lollowing feslures of binding the st of the initiation of miANAS binding 10 mARAS; the localization of
mmuﬂmmmnnﬂ:-ﬂmummmmmmu{WHMW
the ratio 4G/ &GM (%) which was determined for gach she (A0m squals the free enengy of mIRMAS binding with iis
perTec complamaniany nuckeobde sequence); the schemes of nucleolide imemclions between (he mRkAL i The
mArAs [1] We identified several pairs of miR®As Tram 3701 miRMA [Z]. which have from one bo several identical
biing &iles with mANAS of one [singhe) gene (Table]. miR-10-29282-3p and mi-1 53686230 have sin Binding
sites with mEMAS of genes Thal indicate Brong dependencs of gene sxpression froam sach miIFMA. Starts of binding
fited are common Tor both miRMAS, o only one of them can interact with ore mARA. Mowever il teg miANAE him
sirrilar comcentrafions, they can bind with sgesl robabidity Becuts 1he valess of A0 ane similar.

iR 11-J7078-5p and M}EII?-HHMWMWHM mANA of ITGATT and SEXT gerss
[Table). Both of miRMAS have cose characlenstics ol imessction and 19 identical binding sites with mANA of
ITRANY gane mmmmmm—-ﬂm sibes with mRMA of S25X2gene. miR-1-T121-3p and mil-19-
336:23-3p hawee bwg denbcal binding ailes with mANA of CEBPA gene This pair of miANAS have two binding sies,
diwiged on s bew v of nucleotides in the mARAs of CHEA and UEPT genes. mRHAS of HMGAT and LATSD geess
comiain one binding sie of both miftkids. idemified sasaciation of miRKAS and genas mAKAS can be used in the
disgredie of lung Canca
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