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PlantGen 2017. Session 1. Genetic Resources and Evolution Poster Session

EVALUATION OF GENETIC VARIATION IN RARE TULIP SPECIES
FROM KAZAKHSTAN

S. Abugalieva 1, A. Amalova I, S. Anuarbek I, R. Kaparbay, A. Ivaschenko 2,
Y. Turuspekov '

1 — Institute of Plant Biology and Biotechnology, Almaty, Kazakhstan

e-mail: yerlant@yahoo.com
2 —Ile-Alatau National Nature Reserve, Almaty region, Kazakhstan

According to Flora of Kazakhstan this country is home for 35 Tulip species, and, therefore, it is
naturally one of the symbols of flora in Kazakhstan. Despite tremendous work in botanical
description of local scientists, there was little effort in assessment of molecular phylogeny of
representatives of this genus growing in Kazakhstan. The molecular phylogeny analysis is
particularly important for taxonomy evaluation of endemic and rare Tulip species. In this study leaf
material of thirteen Tulip species were collected in six different regions of the country during 2015-
2016, six of those species were rare and four were endemic. DNA samples were extracted using
Qiagene kits and preserved at -80°C. The genetic analysis of Tulip samples was done based on
using ITS (internal transcribed spacers) and matK DNA barcodes. It is interesting that unlike other
flora representatives no PCR amplification was recorded for matK marker, suggesting that there is a
deletion region in this location of chloroplast genome in all Tulip species studied in this work.
However, PCR amplification was successful for ITS marker for all studied samples. The
phylogenetic tree was constructed based on Neighbor Joining method in MEGA 6.0 package.

The research was conducted in the framework of the Program 0237/PTF-14 supported by the
Ministry of Education and Sciences of the Republic of Kazakhstan (duration: 2015-2017).
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Zhang Z. Conservation and Evaluation of Oat Genetic Resources in China
POSTER SESSION

Abugalieva S., Amalova A., Anuarbek S., Ivaschenko A., Turuspekov Y.
Evaluation of genetic variation in rare Tulip species from Kazakhstan
Abugalieva S., Volkova L., Amangeldinov K., Ivaschenko A., Kotukhov Y., Sakauova

G., Turuspekov Y. Taxonomic reassessment of some Allium species from Kazakhstan
based on DNA barcoding analysis

Avalyan R.E, Minasbekyan L.A. Current problems of study and preserve of wheat gene
pool of Armenia

Bilgen M., Delibalta Z., Adak A. Effect of colchicine applications on germination of
some forage crops

Boiko N., Piskarev V., Timofeev A., Kapko T. Study of specifics of formation the
spikelet number per spike of varieties of soft spring wheat in contrasting years

Chirkin A.P., Yurkevich N.A., Yessimbekova M.A., Mukin K.B. , Ismagulova G.A.
Phylogenetic analysis of foreign and local ecotypes of genus Aegilops L. using EST-SSR
markers

Dobrovolskaya O.B., Ermakov A.A., Dresvyannikova A.E., Amagai Yu., Krasnikov
A.A., Goncharov N.P., Watanabe N. Characterization of liguleless mutants of Triticea
species using molecular genetics and scanning electron microscopy

Ishmuratova M.Yu. The potential of using of practical- valued plants’ resources of the
central Kazakhstan’s flora

Izbastina K.S., Kurmanbayeva M.S., Abugalieva S.I. Morphological and phylogenetic
identification of the Anthemis trotzkiana Claus
Abugalieva A.l., Massimgaziyeva A.l., Azhgaliev T.B., Zhumahanova A.Zh.

The content of oil and fatty acids in breeding of sunflower, safflower, soybean, canola
and linen: cultivars gene pool and genetic resources

Magzumova G.K., Abdildaeva S.K., Kakimzhanova A.A. Breeding potato variety
Astanalyk for receiving improved seed planting material

Nurtaza A., Karimova V., Kakimzhanova A. Optimization of conditions of microclonal
propagation of Malus Njedzwetzkyana

Abugalieva A.L, Nurpeissov M., Sariev B.S., Zhundibaev K.K. Identification of
productivity and quality oat genotypes: avenyne, DNA markers and morphology (UPOV)

Orazov A. E., Akzambek A.M. Development of technology for clonal micropropagation
Rhodiola rosea L.

Piskarev V., Boiko N., KapkoT., Timofeev A. Identification of the genetic control of the
1000 grain weight of varieties differ of soft spring wheat

Pozharskiy A.S., Aubakirova K.P., Ryabushkina N.A. Genotyping and ampelometric
characterization of Kazakhstan grapevine cultivars compared to European and Asian
cultivars

Tagimanova D.S., Khapilina O.N., Danilova A.N., Amenov A.A., Kalendar R.N.
Retrotransposons- based genetic diversity and relationship among Rhodiola rosea

Tekin M., Coskun I., Manav G., Cat A., Sonmez S., Akar T. Molecular Characterization
of Durum Wheat and Its Tetraploid Wild Relatives for Cadmium Accumulation

Tikhonova ML.A., Koppel R., Ingver A. Identification of Glu- D1 and Glu- A1 alleles in
bread wheat using DNA markers

Trubacheeva N.V., Osadchaya T.S., Pershina L.A. Variability of nuclear genomes and
the state of organelle DNA in alloplasmic (Hordeum)- 7. aestivum lines

Turzhanova A.S., Kalendar R.N. Gene polymorphisms of wheat superoxide dismutase
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